We describe a fast sequential separation of very-lowdensity, low-density, and high-density lipoproteins from 400 L of serum, using the Beckman TL1 00 ultracentrifuge. The cumulative centrifugation time is 9.5 h. The purity of lipoprotein fractions was verified bya gel-filtration procedure. The major contaminant is the serum albumin, which can be eliminated by a second centrifugation at the same density. Enzymatic measurement of lipids shows good recovery (>91%) and weak within-sample variation (<7%). In comparison with a density-gradient procedure, the deleterious effects on the lipoprotein structure appear to be limited, as shown by the low concentrations of apolipoprotein (apo) E and apo A-I in the fraction >1.21 kg/L Furthermore, the micro-ultracentrifugation also gives a better recovery rate. Finally, we have studied the distributionof lipids, apolipoproteins, and lipoprotein particles (LpA-l:A-lI, LpB:C-lll, LpB:E) in each fraction separated from 10 serum samples from healthy subjects. 
distributionof lipids, apolipoproteins, and lipoprotein particles (LpA-l:A-lI, LpB:C-lll, LpB:E) in each fraction separated from 10 serum samples from healthy subjects. Immediately upon completion, the gradients were centrifuged at 285000 x g for 48 h at 15#{176}C; no braking was used at the end of the run.
Successive 0.5-niL fractions were removed by using a needle coupled to a peristaltic pump, following carefully the meniacus and the wall of the tube. To establish the density profile obtained upon completion of ultracentrifugation, we fractionated into successive 0.5-mL aliquots one gradient per spin that contained only KBr solutions, and determined their densities at 15#{176}C with the precision density meter DMA 45 (Anton Pear
below. Fractions
were then pooled to reconstitute the VLDL, IDL, LDL, and HDL fractions (see Figure 1) .
By classical sequential ultracentrifugation.
Total hu- The cholesterol concentrations (0) were determined enzymatlcally In the 24 fractIons (0.5 mLeach) collected after ultraoentrtfugatlon of a serum sample. shown). It can be eliminated by a second centrifugation at the same density when necessary.
Profile a in Figure 2 Comparison methods. For the comparative study, we analyzed the content of the lipeprotein fractions isolated from 10 sera by micro-ultracentrifugation and by the density-gradient ultracentrifugation 
